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TdM TAT 

Mvc tieu: xac djnh li 1̂  vi Idiuin da khang, ti 1̂  vi khuin smh men p lactamase phd rgng (ESBL) vi ti 1̂  khang khing sinh cua hai 
chQng Acinelobacler baumanni vi Pseudomonas aerugmosa. Pbimig pbap: phuong p h ^ nghien cuu mo ta cit ngang, 1362 chiing 
vi k&uan tii cic loai bfnh phim khic nhau (B duoc [Ain lip t̂ i Benh vien Da Khoa Thdng Nhat £>dng Nai tiJ ngay 1/1/2012-
10/31/2012. Ket qui: Vi Idiuin daqc phin lip nhieu nhit li Acinelobacler baumannii (16.8%), Escherichia coli (12.33%), 
Klebsiella pneumoniae (10.50%), Pseudomonas aeruginosa (9.47%), Staphylococcus coagulase negative (7.64%), Klebsiella spp 
(7.27%). Ti 1? vi khuin smh ESBL: Klebsiella sp (35.3%), E. coli (28.6%), Klebsiella pneumoniae (27.3%). Trong 196 Acinelobacler 
phin 1^ flii 63.78% khing voi imipenem. Voi khac sinh khic, Acinetobacter spp khang tren 50%. Dfii voi 116 Pseudomonas 
aerugfnosa phan lip ti 1? khang imipenem li 39,66%. Vdi cic khic sinh khac, Pseudomonas aeruginosa khang tren 50%, Ket luSn-
Tryc khuan gram im thudng gay nhiim khuan b^oh viSn, sv phfi bi€n vi ty le khing ciia tic nhan giy b ^ vin khang sinh dang 
tang. Pseudomonas aeruginosa vi Acinelobacler baumannii khiag voi nhigu lo?i thudc va co thi trd nen toin khang. 

Tit khoa. vi khuin da khing, khing thudc, nhilm khuin bpih vi^n 

DATVAND^ 

Nhiem khuSn b^nh vi^n do cdc vi khuin da khang khdng sinh dang dien biln rat phiJc tgp vk Id v^n d^ n6ng bdng todn 
cSu. NhOng vi khuin da khdng gay b^nh rpng rai va c6 nguy cc lay lan nhanh tren dien rfing dang Id mfii de dga nghiSm 
tn?ng dio nhi^u nu^c. Nhieu chOng vi khuan sieu khdng Uiu6c da xuit hifn t^i cac qudc gia ch§u Au, My. H^u hit cdc 
lo^i Ididng sinh d|c tri nhanh ch6ng bj de khang, cdc khdng sinh thong ttiu^g khong con tdc dgng di^u tai cdc biFong 
h9pnhiemkhulnb$nh vi^n do vi khuin da khdng gay n§n (Tran Thj Thuy Phuvng va cgng sy., 2011). 

Vin d^ khang khdng sinh trd n€n rit n^ng ne vdi chi phf cao do thay Uil cdc khdng sinh cu bing khdng sinh n\ii\, dit 
tiln hen. Cac khdng sinh the h§ m6i, th^m chi ca mgt so khang sinh thuOc nh6m "lya chgn cu6i ciing" cung dang mat 
din hi6u lyc. 0$c bift la sy Idy lan cila chung khang Carbapenem a mgt s6 nu-dc Chau Au vd Ciidu A (Nguyen Thj Nam 
Lifn va cac cgng sy., 2010). 

Vifc theo doi khdng khdng sinh cOa cdc vi khuan gdy b^nh la yeu cau thilt ttiyc. Chung toi nghign cixu dk tdi ndy vdi 
mgc tieu: 

A. Mgc tieu t6ng qudt: Xdc dinh ti If cdc d6ng vi khuan da khdng thu-dng gap vd tfnh khang thulc. 

B. Mgc tieu eg thi : 

Xdc djnh ti lg cdc dong vi khuin da khdng thirdng gdp va sinh men p lactamase. 

Xdc djnh U If khdng khang sinh cua chung Acinetobacter baumannii. Pseudomonas aeruginosa. 

Ddi TU'P'NG VA PHU-aNG PHAP NGHIDN CCTU 

Ddi tuvng nghifn cuu: Cdc chiing vi khuan gdy bfnh phdn Ifp duvc ti> cdc lo^i b§nh phim cOa b§nh nhan t^l bfnh 
vifn Da Khoa Thing Nhit Dfing Nai tCi' 01/01/2012 din 31/10/2012. 

Phmmg phdp nghifn cuoi: Nghifn ci>u theo phu-ong phdp: mo ta cat ngang. 

Nu6i cay va djnh danh vi khuan theo "Koneman's Color AUas and Textbook of Diagnostic Microbiology, 2007" 
(Washington vd cfng sy., 2007) 

Xdc djnh nhgy cdm khdng sinh cua vi khuin bdng phuvng phap khoanh giiy khuyech tdn trfn moi tRj-crng dfc Kirby-
Bauertheo hu'dng din cua CLSI 2012. 

Vft lifu nghifn ciiu: m5i tru-dng nuoi cay, bg dinh danh f^\. khoanh gily khdng sinh do diigc san xuat tir hang Bio-

Merieux (Phap) 

K ^ QUA V A B A N LUAN 

D$c diem chung: chiing toi phdn Ifp duvc 1362 vi khuin gay bgnh ta> cdc bfnh pham khdc nhau. Trong do miu mdu 
chilm nhilu nhit 44.32% (1555/3508), dam 34 86% (1223/3508); mu 8 72% (306/3508); nude tieu 5 50% (193/3508); 
dich nao tOy (DNT) 2,94% (103/3508); phdn 0.35% (12/3508) va djch khac 3 31% (116/3508). Tl If miu nufii cly dwcrng 
tInh chiem 39,37% (1381/3508), cly duvng tinh vdi 8 If tu'ong dng nhu- sau: Mau: DNT" Phdn: Nu'dc tieu: Ddm: Mu = 
13.76%: 14.56%: 16.67%: 38.34%; 66.72%: 76.14. Khoa gdi mdu nhieu nhat Id Khoa Hoi sdc Tich cyc - Chfing dgc 
(HSCC-CD) chilm 54.33% (1906/3508); Khoa Ngi Tfing hop 19.16% (672/3508) k l den Id Khoa Nhiet ddi 13.06% 
(458/3508). 
Nhin xet: Vi khuin gdy bfnh phdn Ifp nhieu nhit Id Acinetobacter baumannii 16,8%, E. coli 12,33%, Klebsiella 
pneumoniae 10,50%, Pseudomonas aeruginosa 9,47%, Staphylococcus coagulase negative 7.64%, Klebsiella spp. 
7.27%. 
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Bing 1.Til*phiib6cic vi khuin thifwng g$p 

STT 

01 

02 

03 

04 

05 

06 

07 

oe 

09 

10 

\^ khuin 

Adnatobader baumannii 

Escherichia coS 

Klebsiella pneumomae 

Pseudomonas aenjffnosa 

Staph^ococcus coagiMase negative 

Klebsiella Sf^. 

St^hyhcoccus aureus 

Pseudomonas spp. 

Enterobacter aggkmerans 

Ktiic 

Tdng s i 

s f i lucmg 

219 

168 

143 

129 

104 

99 

65 

62 

33 

340 

1362 

T J I § % 

16,08 

12.33 

10,50 

9.47 

7,64 

7,27 

4,77 

4.55 

2,42 

24,97 

100 

B i n g 2. Tl I f c i c vi khu in sinh men 

STT 

01 

02 

03 

04 

p lactamase p h i r^ng (ESBL) 

Vi khuin 

Escherichia coli 

Klebsiella pneumoniae 

EntertAacter aggtomemns 

Klebsiella spp 

Sdlugmg 

(n) 

168 

143 

33 

99 

ESBL 

48 

39 

2 

35 

TJ I f 

% 
28,6 

27.3 

0.6 

35.3 

Qua n ^ i f n a>u cOa chOng toi, tryc khah 
gram dm ttiifdng gip tiKmg dfii phO hqrp ^ 
cdng bd cOa Nguygn Thj Nam Lien vd d o n g | | 
gia (Nguy&i Thi Nam Lifn vd cfng sy., 201M 
trong d6 <& phdn l^p duvc 3763 diCng« 
khuan gdy bfnh, E. co/f chilm nhilu n h l t w ^ 
If 15.5%, Acmeft)6ac(er baumannii 8,7%. 
Trong nghifn cdu cOa chOng toi vf fchu&i 
Acinetobactor baumannS chilm fi If rdiilu nhit 
16,08% (219/1362). nhilm khuin" do 
>^c/nefohacfer ttaumannii Oa d l k h ^ khdriQ 
sinh dang trd ttidnh vin d l c&i du^cJiuan 
tdm, giai quylt 

Theo tdc gid Tran Thj ThOy Phuvng (Trfe^ 
Thiiy Phi/vng vd <^ng si/.. 2011), 
khuan do cdc vi khuin da khdng chCi yl 
nhiem khuin tren ngi/di bfnh thd m ^ ol 
32%. Cdc vi khuan da khdng thu'dng s" 
bfnh vifn Tnjng uwng Hui chi5 
Acinetobacter baumannii, Escherichia caH, 
Klebsiella pneumoniae. 

Nh|ln x6t: ti l§ sinh ESBL cua KtebsiOi 
spp. cao nhit 35,3% (35/90); ft nhit la 
Enterobacter agglomerans chilm 0.6% 
(2/33). 

Qua nghifn cdu ndy, ti If sinh ESBL CAB 
Klebsiella spp. cao nhit 35.3% (35/90)̂  
tiep ttieo Id E coH 28.6% (48/168)i 
Klebsiella pneumoniae 27,3% (39/143). 

Theo tdc gia Nguyin Thj Nam Llin 
(Nguyin Thi Nam Lifn vd cfng si;., 
2010). ti le sinh ESBL cOa K/ebs/sIs 

pneumoniae cao nhit chilm 40,6%, tilp theo Id E.coli chilm 34,5%. Theo tac gia Glamarellou H (Giamarellou., 200^ < 
khdng chT K. pneumoniae md c6n chiing E coli, Enterobacter aerogenes chiem u'u thfi trong sfi lodi enterobacteriaoBB •. 
khdc, dang ngdy cdng duvc bdo cao Id sdn xuit ESBL. 

Bing 3. Ty 1* kh ing Mi ing >inh 

Khdng sinh 

AmoMcilline * Clavuianic 

Cefotaxime 

Cefpodoxim 

Cefuroxim 

Cefepime 

Gentamycine 10 

Imipenem 

Levofloxadn 

Trimo+Sulfam 

Ticarcillin/A. Clavuianic 

cua cAc chung c6 ESBL (+), ESBL (-). 

Ty 1$ eh khang (%) 

Escherichia 
coll 

(+)48 

40 

94 

96 

97 

46 

63 

20 

74 

76 

53 

(-) 
32 

34 

54 

70 

51 

31 

42 

10 

64 

68 

53 

Klebsiella 
pneumoniae 

(+)39 

92 

97 

100 

100 

43 

91 

23 

66 

79 

80 

(-)104 

61 

49 

81 

51 

24 

50 

19 

34 

55 

50 

Klebsiella spp 

(+)35 

100 

93 

96 

93 

56 

81 

21 

91 

90 

92 

{-)64 

40 

39 

67 

37 

22 

38 

18 

30 

SO 

38 

Nhan xdt: T^ lg cdc chQng vi 
khuin Escherichia coi, 
Klebsiella pneuma^ 
Klebsiella spp sinh ESBL 
khdng khdng sinh cao hon; 
khong sinh ESBL. Theo nghW' 
cdu cua chiing tfli. ti If * 
khdng khdng a'nh cOa n f ~ 
ddng vi khudn sinh ESBL' 
cao hern nhdng vi khuin 
sinh ESBL ghi nhf n ndy 
phu hgrp vdi tdc gid N£. 
Thj Nam L i ^ (Nguyin 
Nam Lidn va cgng sy. 
nghidn cdu trfn 3762 
khuin gdy bfnh. 

Trong sfi 196/Ic/nefobarter phdn Ifp. 63.78% khdng imipenem. E>6i vdi cdc togi thuoc khdng 
khdc, Ac/netobacferspp. phdn ldp cho thiy ty lg khdng khang sinh> 50%. 
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Bdng 4. T^ 1$ khdng khang sinh cAa chung Aehtetobacter baumannii 

STT 

1. 

2. 

3. 

4 

5-

6. 

7. 

8. 

9. 

10. 

11. 

12. 

13. 

14. 

15. 

16. 

17. 

18. 

19. 

Khdng sinh 

Amptalline 

Amo+Adavulank: 

Amflcaone 

Cettadiane+Clavidank: 

Ciprofkixactne 

Cefpodoxim 

Cefuroxim 

Cefotaxime 

Cehiroxime 

Celatadizine 

Ertapenem 

Cefepinne 

Imipenem 

l.evofk»acin 

Meropenem 

I4etilmydne 

Trime+Suffam-

Tlcarcil lin/A.CIavuianic 

Pipefacilin/A.CIavulank: 

%Khdng 

80.70 

53-85 

6Z09 

65.45 

69.02 

95.79 

95.33 

92.05 

100 

71.50 

82.14 

62.02 

63.78 

63.93 

61.35 

56.55 

58 89 

67.59 

59.20 

%r4hgy 

17.54 

23.08 

34.07 

30.91 

30.98 

4.21 

3.33 

6.62 

19.80 

17.86 

33.65 

34.69 

36.07 

34.97 

42.76 

35.56 

30 34 

34.48 

% Trung 
gian 

1.76 

23.07 

3.64 

3.64 

1.34 

1.33 

8.70 

4.33 

1,53 

368 

0.69 

5.56 

2.07 

6.32 

Kit qud nghi^ cdu cua chung tdi phu figp vdi ghi nhdn dJa tdc gia Nguyen Thj Nam Lien (Nguyen Thi Nam Lidn vd cdc 
cOng sy., 2010). A.baumannii cd ^ If d l khdng r i t cao (>60%) vdi tat ca cdc khdng sinh. Khdng imipenem 48.4%. sfi 
tiifdng hgrp 6a khdng Multidrug Resistant A. baumannii chilm 15.5% (51/328 chung) vd todn khdng Pandrug Resistant 
A. baumannii 25.6% (84/328 chung). 

Kit qua nghifn cuu da tmng tdm cQa Pti^m Himg Van (Pt^^m Hiing Vdn vd cgng sy, 2009) cd 20.7% c îJng P. 
aeruginosa vd 54.4% chiing A. baumannii khang Imipenem. 

Bdng 5. TT If khdng khdng sinh cda chung Pseudomonas aeruginosa 

STT 

1. 

2. 

3. 

4. 

5. 

6. 

7. 

B. 

9. 

10. 

Khang sinh 

Amptdllne 

AiTX^Adavularac 

A m p i + S u l ^ 

Ce^»doxim 

Cehiroxim 

Cefotaxime 

Trime+Sulfam 

Doxycytine 

Ticarcillin/A.CIavu1anic 

Levofloxadn 

%Khdng 

87.10 

96.77 

93.33 

94.44 

94.38 

94.51 

85.85 

80 83 

51.04 

50.00 

%Nh9y 

12.90 

3.23 

5.00 

5.56 

4.49 

4.40 

8.49 

10.83 

42.71 

46.43 

%Tmng 
^ n 

1.67 

1.11 

1.10 

5.66 

8.33 

6.25 

3.57 

Nhfn xft: Trong sfi 116 Pseudomonas aeruginosa [^an Ifp, 39,66% khdng imipenem. Doi vdi cdc loai ttiuoc khdng sirrfi 
khdc. Pseudomonas aemginosa phdn ldp cho ttily ty le khdng khdng sinh > 50%. Theo tdc gid Nguyin Thj Nam Uen 
(Nguyin Thj Nam Ufn vd cgng sgr., 2010) cdc chung P. aemginosa khdng >30% vdi cdc logi khdng sinh. TJ If P. 
aemginosa khdng ttilp voi Imipnem 10.9%. Xuit hifn nhieu chiing P.aenjglnosa da d l khdng. So t r u ^ g hyp da d l 
khdng Multidnjg Resistant P. aemginosa chiem 13.5% (44/327 chung) vd todn Miang Pandmg Resistant P. aemginosa 
chilm 4.6% (15/327 chung). 

Ty If khdng khdng smh cua cac chiing co ESBL (+), ESBL (-) diryc trinh bay bong Bang 3. 

Ti If khdng khdng sinh cua chiing Acinetobacter baumannii di/yc trinh bdy bting Bang 4 

Ty If khdng khdng sinh cua chiing Pseudomonas aeruginosa diroc trinh bay trong Bang 5. 
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Theo tdc gid Zavascki AP vd d i n g tdc gid (Zavascki va c f n g sy . , 2010), Pseudomonas aemginosa v^^ Acinetobactm 
baumannm nhO-ng tdc nhdn gdy b f n h chfnh d b f n h v i f n t r f n todn ttil g id i . Ca ha, d i u d i k h d n g « « nhieu I0511 thuf ic v6 
c6 tt>l tid ttidnh de khdng vd i h i u n h i / bat ky khdng sinh ndo. Ty le ngay cdng tdng cdc bgnh n h i l m tiung gay ra bfi i vf 

khuan da khdng thuoc da d u y c bdo cdo d n h i l u nwdc 

K £ T LUAN 

Vi k h u i n gdy b f n h Ui iKmg gap nhdt Id Acinetobacter baumannii 16,8%. E. coli 12,33%, Klebsiella pneumoniae W,50% 
PsTZionasleniginoSS7%, Staphylococcus coagulase negative 7.64% /Oebs/e//a s w , 7 27%. Ti I f smh ESBL 
cOa Klebsiella spp rao n h i t 35.3% ( 3 5 ^ 0 ) , tilp tiieo Id Escherichia coli 28,6% (48/168). Klebsiella pneumoniae 27,3% 
(39/143). it nhat Id Enterobacter agglomerans ch i lm 0,6% (2/33). Ac/netobacfer baumannii vd Pseudomonas aemginosa 

cd tJ I f d l khdng cao 2 5 0 % da sf i cdc logi khdng sinh. 

C i n tdng c u d n g cdc bign phdp kiem sodt nhiem k h u i n b f n h v i f n vd s d dgng khdng sinh h y p ly trong dieu trj b f n h nhdn, 

dgc b i f t Id cac b f n h nhdn n i m v i f n ddi ngdy. 
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ANTIMICROBIAL RESISTANCE PATTERNS OF MULTIDRUG RESISTANT 
BACTERIA ISOLATED IN THONG NHAT-DONG NAI GENERAL HOSPITAL 
Nguyen SI Tuan ' , P h a m Van Dung ' , Nguyen Thanh H a l ' 

' Thong Nhat Dong Nai General Hospital 

' Faculty of Biotechnology, HoChlMlnh City University of Technology 

SUMMARY 

Objective: To detemiine the prevalence of Muhidmg-resistant in bacteria, prevalence of Extended-Spectrum Beta-lactamase (ESBL) 
producing bacteria and prevalenceof Multidni^-Tesistant Acmelobacter baumanni and Pseudomonas aeruginosa. Methods: Across-
sectional methodology was ̂ iphed, 1362 bacterial strains were isolated fiom diSerent samples collected at Thong Nhat-Dong Nai general 
Hospital from01/01/20l2 to 10/31/2012. Resuhs The mostisoiatedbacleriawere,4c/>ieto/MicterfcflumanMii with (16.8%),^JcAeric/i/u 
co/i (12.33%), Klebsiella pneumoniae (10.50%), Pseudomonas aeruginosa (9.47%). Staphylococcia coagulase negative (7.64%), 
Klebsiella spp (7.27%). Rate of ESBL producing bacteria. Klebsiella sp (35.3%). E coli (28 6%), Klebsiella pneumoniae (27.3%). 
Of 196 Acinelobacler spp isolates, 63.78% were resistant to imipenem. For the other antimicrobial dmgs, Acinelobacler spp isolates 
showed antimicrobial resistance rates >50% Of 116 Pseudomonas aeruginosa isolates, 39.66% were resistant to imipenem. For the-
other antimicrobial drugs, Acmetobacter spp. isolates showed antimicrobial resistance rates >50%. Conclusions; Gram-negalive 
bacterial pathogens are a common cause of nosocomial infection, and the prevalence and rates of resistance among these pathogens 
to existing antimicrobial agents are increasing. Pseudomonas aeruginosa and Acinetobacter baumannii are intrinsically resistant to 
many dmgs, and able to become resistant lo virtually any antimicrobial agent. 

Key words: Multidmg-resislant in bacteria. Antimicrobial resistance, nosocomial infection 




